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The Expression Dynamics of PAUF in Ovarian Cancer and Its
Relationship with TLR4/MyD88 Signaling Pathway

Zhou Caihong', Zhou Caixia’
('Obstetrics and gynecology department, The People’s Hsopital of Dongying District, Dongying 257000, China;
2Obstetrics and gynecology department, The Second People’s Hospital of Dongying, Dongying 257335, China)

Abstract The expression dynamics of pancreatic adenocarcinoma up-regulated factor (PAUF) in
ovarian cancer and to explore its potential relationship with TLR4/MyD88 signaling pathway in ovarian cancer
are discussed in this paper. A total of 217 patients with ovarian cancer in our hospital from October 2014 to May
2016 were involved in the ovarian cancer group. Meanwhile, another 45 patients with ovarian benign tumor were
assigned into the benign group and another 52 health persons were assigned into the control group. The expression
level of PAUF, TLR4 and MyD&88 in the ovarian organism were measured by immunohistochemical staining (IHC).
The expression level of PAUF, TLR4 and MyD88 were compared among three groups. The relationship between
PAUF and TLR4 or MyD88 were analyzed. The clinical factors affecting PAUF, TLR4 and MyD88 expression were
analyzed. The results indicated that PAUF, TLR4 and MyD88 were significantly highly expressed in tissues from
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ovarian cancer group when compared to benign tumor group and control group (P<0.05). The positive correlation
between PAUF and TLR4 (r=0.521, P<0.001) or MyD88 (»=0.581, P<0.001) were observed. PAUF expression
were affected by tumor types, FIGO classification and cell differentiation (P<0.05). But TLR4 expression was only
affected by cell differentiation (P<0.05) and tumor types had effect on MyD88 expression (P<0.05). The results
indicated that PAUF was highly expressed in tissues from patients with ovarian cancer, and its expression was
positively correlated with TLR4 and MyD88 expression. Thus, PAUF might be involved in TLR4/MyD88 signaling

pathway in the incidence and development of ovarian cancer.
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#*1 RT-PCREIIEF 5|7
Table 1 Primer sequence in RT-PCR process

B SRS SIIFEFI(5'—3) K (bp)
Gene name Primer sequence (5'—3") Length (bp)
PAUF F: CGC TAG CTC GAT GCT GCATCA 136

R: CGA TGC TAC GCT TAG CGT ATG
TLR4 F: CAT GAG CGC TGA AGT GGT GA 149

R: CGA TCG ATA ATG GTG AGA CC
MyD88 F: CGA TAG TTG GCA CGT CGT GG 121

R: GTA GTC GAG TGC GCA TGA CA

W), P EUK BE /N T150 bpff) A Bt. RNAMIHREL:
252160 mg I ZH 2N 8504 LR, N\ Trizolisk
PR TIY ) SR RN Gl i M=) | AN 5 R Y
T, TN S, W H IS BT E, J5 FIDEPC/K ¥
fift, TPCRY Ao 38, EFE: $450x TAEW BN
1x TAEVTRAE NI, FREX0.52 g Ah, I 31
TAER R . Z JE s b & b, JEhnA4 uL
IR Gk, $2 SR E) . I e 4 3 s M vt J 7K~ i
N HL KRS AR O N6 uLf) DNA makerPd & H )&
KIPCRY 14741, 51 P07 5 W3R 1
1.4 FHFSH

K HISPSS 22,08 A1 47 H s G vk A o3 #r e 1E
BRI E RS EEZ AR R, £
21 [7] 5K Fl One-Way ANOVAREAT ELAR, 5 9 4. 18] 22 53
K FH Tukey HSD Post-hocts 4; JF 1E 25 7 A1 [ 11 &
TERRR R ARG . 1 E 5t kR A (2) 1) X
Foow, WK R 7R3 T b . PAUFSTLR4,
MyD88 [ #H 7 14 K ] Pearson’s#H < 43 ¥ #E 4T #Hf 7¢ .
P<0.05AZEFA Gt o

2 %R
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K IKV Y FEAE 35 22 F(P<0.05). B S5 Hag 4l 4
1 JPAUF. TLR4MMyD88/KF- 14 & 3 = T KL 1tk i
I8 AH A R ZH(P<0.05), {HL R 4 i Jgg 25 06 ikt 2H o
[JPAUF. TLR4&MyD88% i /K V- A& W i & 7 7
(P>0.05)(#%2)(Kl1).
2.2 L =4BPAUF. TLR4F1MyD88 mRNAZ
B1ER

= RE ML PAUF, TLR4FIMyDSS mRNA
RIE KA 3 72 7(P<0.05). BP i B 5 4
AR PAUF, TLR4MMyD88 mRNA/K V% & % =
T R T 98 2EL RN X R A.(P<0.05), 1 R i g 2HL A
X HR 20 (I PAUF . TLR4 S MyD883 15 7K~ A I i
5 H(P>0.05)(£3).
23 BIEELALAHPAUFAMTLR4, MyD88% ik
KFRIHE XM

Y1 L9 20 21 H PAUF 5 TLRAZE 1A /KT 2 IE A ¢
(r=0.521, P<0.001), HPAUF 5MyD88%% ik th il 1EAH
F:(r=0.581, P<0.001)(E2F1&3).
2.4 DPEFELAPAUF. TLR4FIMyDS883R ik 7k
S5BF hAREBESHNXR

YN 5L 4 ZIPAUF /K- 5 Mg Fi 25 FIGO3 1
AR 3 A0 R FE A 55(P<0.05), 1B 55 B 42 % 6 %
(P>0.05). T 2 TLRAZKF- H 5 g 16 7 AL 2
FE A 95(P<0.05), MyD883 ik 7K - H 5 fiE fh 25

#2 PAUF. TLR4FIMyD887E =40 X HA L hRIAKFHILLE
Table 2 Comparison of expression levels of PAUF, TLR4 and MyD88 in tissues

Es G B (n=217) RAEIR 2 (n=45) SR AL(n=52) FiH PfH

Name Ovarian cancer group (n=217)  Benign tumor group (n=45) Control group (n=52)  F value P value
PAUF 174.86+24.38*" 117.83+25.67 115.77+38.01 152.53 <0.001
TLR4 143.84+25.11%* 84.10+15.68 85.71+6.68 241.95 <0.001
MyD88 141.49+19.17** 85.65+10.83 85.39+9.82 365.16 <0.001

*P<0.05, 5XFIBALF L *P<0.05, 5 R AL A EE

*P<0.05 compared with the control group; “P<0.05 compared with the benign tumor group.
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Fig. 1 Immunohistochemical staining results of PAUF, TLR4 and MyD88 in three groups

3 PAUF, TLR4FMMyD88 mRNAZE =B iX HA LM hRIAKFHILLEE
Table 3 Comparison of expression levels of PAUF, TLR4 and MyD88 mRNA in tissues

Control group

Ovarian
cancer group

Benign
tumor group

ES G o 2.(n=217) RAE R 4L (n=45) X ERZH (n=52) FAH PfH
Name Ovarian cancer group (n=217)  Benign tumor group (n=45) Control group (n=52)  F'value P value
PAUF 14.32+3.33* 6.11£1.23 5.62+1.06 200.95 <0.001
TLR4 7.36+0.72% 2.01+0.41 2.12+0.44 129.62 <0.001
MyD88 9.52+2.85* 3.06+0.76 2.94+0.63 152.53 <0.001

*P<0.05, 5xFREZLAALL; *P<0.05, 5 R AR LAHEL .

*P<(0.05 compared with the control group; “P<0.05 compared with the benign tumor group.
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Fig.2 The correlation of PAUF and TLR4 expression in

ovarian cancer
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Fig.3 The correlation of PAUF and MyD88 expression in
ovarian cancer
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4 UPEELALPAUF, TLRAFIMyDSSRIAK LS EEIGKFBESHNXE
Table 4 Relationship between the expression of PAUF, TLR4 and MyD88 and clinical features in ovarian cancer

| A REKT

Protein expression level

[ i3 FEA S

Cinical parameter Sample number

PAUF TLR4 MyD88
Age (year)
<50 101 173.38+43.29 141.49+21.37 140.93+12.47
=50 116 179.93+39.82 144.53+18.49 142.33+14.58
Tumor type
Serous carcinoma 154 180.39+32.10 140.92+20.46 139.40+13.71
Others 63 170.82+22.38* 144.29+18.49 144.39+14.22%
FIGO stage
1, II stage 139 172.09+35.19 143.48+19.83 141.37£17.47
1II, IV stage 78 182.20+32.48" 142.30+20.16 143.37£20.11
Differentiation degree
Highly and moderately differentiated 97 169.33+32.94 136.59+21.03 143.58+19.36

Poorly differentiated 120

183.21441.17%

146.44+19.84% 142.04+15.35

*P<0.05, SHIMIER AL *P<0.05, 51, IALLEL “<P<0.01, 5o (b4 L.
*P<(0.05 compared with serous carcinoma group; “P<0.05 compared with I, II stage group; ““P<0.01 compared with Highly and moderately

differentiated group.

F(P<0.05)(£4).
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